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Figure 1: Full length INSP101 (SEQ ID NO:6) versus P01241, Pituitaiy growth 
hormone (GH-N) from H. sapiens: 



Query: 1 MATGSRTSLLIAFGLLCLPWLQEGSAFPTIPLSRLFDNAMLRAHRLHQIAFDTYQEEVSS 60 

MATGSRTSLLLAFGLLCLPWLQEGSAFPTIPLSRLFDNAMLRAHRLHQLAFDTYQEF + 
Sbjct: 1 MATGSRTSLLIAFGLLCLPWLQEGSAFPTIPLSRLFDNi^LRAHRLHQLAFDTYQEFEEA 60 



Query: 61 W GMESIPTPSNREETQQKSNLELLRISLLLIQSWLEPVQFLR 102 

+ BSIPTPSNREETQQKSNLELLRISLLLIQSWLEPVQFLR 
Sbjct: 61 YIPKEQKYSFLQNPQTSLCFSESIPTPSl^ETQQKSNLELIJRISLLLIQSWLEPVQFLR 120 

************************************* 

Query: 103 SVFANSLVYGASDSNVYDLLKDLEEGIQTLMGRLEDGSPRTGQIFKQTYSKFDTNSHNDD 162 

SVFANSLVYGASDSNVYDLLKDLEEGIQTLMGRLEDGSPRTGQIFKQTYSKFDTNSHNDD 
Sbjct: 121 SVFANSLVYGASDSNVYDLLKDLEEGIQTLMGRLEDGSPRTGQIFKQTYSKFDTNSHNDD 180 

Query: 163 ALLKNYGLLYCFRKDMDKVETFLRIVQCRSVEGSCGF 199 

ALLKNYGLLYCFRKDMDKVETFLRIVQCRSVEGSCGF 
Sbjct: 181 ALLKNYGLIiYCFRKDMDKVET FLRIVQCRSVEGSCGF 217 
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Figure 3: Predicted nucleotide sequence of INSP101 with translation. Underlined 
sequence denotes the predicted signal sequence 



1 atggctacag gctcccggac gtccctgctc ctggcttttg gcctgctctg 
mat q s r tsll laf q 1 1 

51 cctgccctgg cttcaagagg gcagtgcctt cccaaccatt cccttatcca 
clpw lqe qsa f p t i pis 

101 ggctttttga caacgctatg ctccgcgccc atcgtctgca ccagctggcc 
rlf dnam Ira hrl hqla 

151 tttgacacct accaggagtt tgtaagctct tggggaatgg agtctattcc 
fdt y q e fvss wgm esi 

201 gacaccctcc aacagggagg aaacacaaca gaaatccaac ctagagctgc 
ptps nre etq qksn lei 

251 tccgcatctc cctgctgctc atccagtcgt ggctggagcc cgtgcagttc 
lri sill iqs wle pvqf 

301 ctcaggagtg tcttcgccaa cagcctggtg tacggcgcct ctgacagcaa 
Irs vfa nslv yga sds 

351 cgtctatgac ctcctaaagg acctagagga aggcatccaa acgctgatgg 
nvyd Ilk die egiq tlm 

401 ggaggctgga agatggcagc ccccggactg ggcagatctt caagcagacc 
grl edgs prt gqi f k q t 

4 51 tacagcaagt tcgacacaaa ctcacacaac gatgacgcac tactcaagaa 
ysk fdt nshn dda Ilk 

501 ctacgggctg ctctactgct tcaggaagga catggacaag gtcgagacat 
nygl lyc frk dmdk vet 

551 tcctgcgcat cgtgcagtgc cgctctgtgg agggcagctg tggcttc 
fir ivqc rsv egs cgf 
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Figure 4: Map of plasmid pCRII-TOPO-E00974 



Molecule: product2, 4563 bps DNA Circular 

File Name: 13686 [1] .cm5 



Description: Ligation of inverted NoName into PCRII-TOPO-open 



Type 


Start 


End 
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Description 


GENE 


1 


336 


LacZa 1 
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239 


256 


SP6 


Sp6 promoter 


GENE 


943 


338 


C Cds 


Inserted cds (E00974) 
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949 


337 


C Insert 


Inserted PCR product 


GENE 


950 
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1019 


1038 


T7 


T7 promoter 


GENE 


1203 


1617 


fl 
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GENE 
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KanR 


Kanamycin resistance gene 


GENE 


2763 


3623 


AmpR 


Ampicillin resistance gene 


GENE 
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pUC ori 



^^PCT7GB2003/005295 




WO 2004/050703 



5/8 



CT/GB2003/005295 



Figure 5: Alignment of INSP101 with plasmid #13686 

top = INSP101 

bottom = 1368 6 



lNSP101-B1P-5'-F 



INSP101 
13686 



ATGGCTACAGGCTCCCGGACGTCCCTGCTCCTGGCTTTTGGCCTGCTCTGCCTGCCCTGG 
ATGGCTACAGGCTCCCGGACGTCCCTGCTCCTGGCTTTTGGCCTGCTCTGCCTGCCCTGG 



INSP101 
13686 

INSP101 
13686 

INS PI 01 
13686 

INSP101 
13686 



CTTCAAGAGGGCAGTGCCTTCCCAACCATTCCCTTATCCAGGCTTTTTGACAACGCTATG 
CTTCAAGAGGGCAGTGCCTTCCCAACCATTCCCTTATCCAGGCTTTTTGACAACGCTATG 



CTCCGCGCCCATCGTCTGCACCAGCTGGCCTTTGACACCTACCAGGAGTTTGT 



HMSP101-3'-F 



Q3 



CTCCGCGCCCATCGTCTGC^CCAGCTGGCCTTTGAC^CCTACCAGGAGTTTAACCCCCAG 

AGCTCTTGGGGAAT G GAGTCTATTCCGACACCCTCCAACAGGGAGGAAAGACAACAG 

OTCTCCCTCTGTTTCTCAGAGTCTATTCCGACACCCTCCAACAGGGAGGAAACACAACAG 

^ INSP101-5'-R 

AAATCCAACCTAGAGCTGCTCCGCAT ^ATCCAGTCGTGGCTGGAGCCC 
AAATCCAACCTAGAGCTGCTCCGCATCTCCCTGCTGCTCATCCAGTCGTGGCTGGAGCCC 



INSP101 
13686 



GTGCAGTTCCTCAGGAGTGTCTTCGCCAACAGCCTGGTGTACGGCGCCTCTGACAGCAAC 
GTGCAGTTCCTCAGGAGTGTCTTCGCCAACAGCCTGGTGTACGGCGCCTCTGACAGCAAC 



INSP101 
13686 



GTCTATGACCTCCTAAAGGACCTAGAGGAAGGCATCCAAACGCTGATGGGGAGGCTGGAA 
GTCTATGACCTCCTAAAGGACCTAGAGGAAGGCATCCAAACGCTGATGGGGAGGCTGGAA 



INSP101 
13686 



GATGGCAGCCCCCGGACTGGGCAGATCTTCAAGCAGACCTACAGCAAGTTCGACACAAAC 
GATGGCAGCCCCCGGACTGGGCAGATCTTCAAGCAGACCTACAGCAAGTTCGACACAAAC 



INSP101 
13686 



TCACACAACGATGACGCACTACTCAAGAACTACGGGCTGCTCTACTGCTTCAGGAAGGAC 
TCACACAACGATGACGCACTACTCAAGAACTACGGGCTGCTCTACTGCTTCAGGAAGGAC 



INSP101 
13686 

INSP101 
13686 



ATGGACAAGGTCGAGACATTCCTGCGCATCGTGCAGTGCCGCTCTGTGGAGGGCAGCTGT 
ATGGACAAGGTCGAGACATTCCTGCGCATCGTGCAGTGCCGCTCTGTGGAGGGCAGCTGT 



INSP101-3'-R 



GGCTTC 
GGCTTC 
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Figure 6: Nucleotide sequence and translation of cloned ENSP101 product 



1 acaagtttgt acaaaaaagc aggcttcgcc accatggcta caggctcccg 

ma t g s 

51 gacgtccctg ctcctggctt ttggcctgct ctgcctgccc tggcttcaag 
rtsl 11a fgl lclp wlq 

101 agggcagtgc cttcccaacc attcccttat ccaggctttt tgacaacgct 
egs afpt ipl srl f d n a 

151 atgctccgcg cccatcgtct gcaccagctg gcctttgaca cctaccagga 
mlr ahr lhql afd t y q 

201 gtttgtaagc tcttggggaa tggagtctat tccgacaccc tccaacaggg 
efvs swg mes iptp snr 

251 aggaaacaca acagaaatcc aacctagagc tgctccgcat ctccctgctg 
eet qqks nle llr isll 

301 ctcatccagt cgtggctgga gcccgtgcag ttcctcagga gtgtcttcgc 
liq swl epvq fir svf 

351 caacagcctg gtgtacggcg cctctgacag caacgtctat gacctcctaa 
a n s 1 vyg asd snvy dll 

401 aggacctaga ggaaggcatc caaacgctga tggggaggct ggaagatggc 
kdl eegi qtl mgr ledg 

451 agcccccgga ctgggcagat cttcaagcag acctacagca agttcgacac 
spr tgq ifkq tys kfd 

501 aaactcacac aacgatgacg cactactcaa gaactacggg ctgctctact 
tnsh ndd all knyg lly 

551 gcttcaggaa ggacatggac aaggtcgaga cattcctgcg catcgtgcag 
cfr kdmd kve tfl rivq 

601 tgccgctctg tggagggcag ctgtggcttc caccatcacc atcaccattg 
crs veg scgf hhh hhh 



651 aaacccagct ttcttgtaca aagtggt 
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Figure 7: Map of pENTR-INSP101-6HIS 



Molecule: 




pENTR-INSP101-6HIS, 


3171 bps DNA Circular 


File Name 




pENTR-INSP101-6HIS-Vl 


.cm5, dated 21 Nov 2003 


Description: 


Ligation of Blb2-orf . 


seq* into pDONR221* 
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transcription termination 
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470 
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transcription termination 


REGION 
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forward primer 


REGION 


570 
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GENE 
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1291 INSP101-6HIS 


REGION 


1306 


1394 attL2 




REGION 


1452 


1436 C M13 R 


reverse primer 


GENE 


1565 


2374 Kan r 




GENE 


2495 


3168 pUC ori 






Nrul 
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Figure 8: Map of pEAK12d-INSP101-6HIS 



Molecule: pEAK12d-INSP101-6HIS-Vl, 7564 bps DNA Circular 

File Name: pEAK12d-INSP101-6HIS-Vl . cm5, dated 17 Jul 2003 

Description: pEAK12 DES with two recombination sites attRl and attR2 
between which the cDNA is inserted 
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forward primer 
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attBl 




GENE 


2888 
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INSP101-6HIS 




REGION 


3510 


3531 




attB2 




REGION 


3538 


3966 




f A 


poly A/splice 


REGION 


3652 


3633 


C peak!2-R 


reverse primer 


GENE 


4585 


3967 


C 


PUR 


PUROMYCIN 


REGION 


4809 


4586 


c 


tK 


tK promoter 


REGION 


5304 


4810 


c 


Ori P 




GENE 
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c 


EBNA-1 
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sv40 






